Figure S3: Related to Figure 3
A. Cell cycle analysis in NBS-ILB1 cells depleted with CPD complex and indicated treatment. B. Quantification of percentage of Nbs1 +/+ and Nbs1 -/-MEFs showing ≥ 5 γ-H2AX TIFs and expressing the indicated DNAs constructs. Data represents the mean of three independent experiments ± SD; n>300 nuclei analyzed per experiment. **P=0.001, ***P=0.0001, ****P<0.0001 by one-way ANOVA. ns: non-significant. C. Quantification of percentage of Nbs1 -/-MEFs showing ≥ 5 53BP1 positive TIFs and expressing indicated DNAs constructs. Data represents the mean of three independent experiments ± SD; n>200 nuclei analyzed per experiment. ****P<0.0001 by one-way ANOVA. ns: nonsignificant. D. Quantification of telomere fusion frequencies in Nbs1 -/cells treated with shTrf2 and TPP1 ∆RD or both. Data represents the average of two independent experiments ± SD from a minimum of 80 metaphases. ***P=0.0001, ****P<0.0001 by one-way ANOVA. ns: non-significant. E. Immunoblot showing Claspin knockdown using two shRNAs targeting Claspin in NBS-ILB1 cells expressing indicated proteins. γ-tubulin: loading control. F. Quantification of telomere fusion frequencies in NBS-ILB1 cells treated with TRF2 ∆B∆M and TPP1 ∆RD and shRNAs targeting CPD. Data represents the average of two independent experiments ± SD from a minimum of 80 metaphases. **P=0.001, ***P=0.0001, by one-way ANOVA. G. Quantification of percent of cells with ≥ 5 RAD51 positive TIFs in cells expressing indicated DNAs. Data represents the mean of two independent experiments ± SD; n>150 nuclei analyzed per experiment. **P=0.001 by one-way ANOVA. H. Quantification of T-SCEs in cells with indicated DNAs. Data represents the average of two independent experiments ± SD from a minimum of 45 metaphases. *P=0.01, **P=0.001 by one-way ANOVA. I. Co-IP of the indicated proteins transfected in 293T cells using anti-HA antibody.
The inputs represent 5% of the total cell lysate used for the IP. γ -tubulin: loading control. J. Co-localization of WT HA-Claspin or the HA-Claspin 3A mutant in Nbs1 -/cells with telomeres. Telomeres were visualized by PNA-FISH (red), antibody staining (green), and DAPI (blue). 
